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Description The more you go to the right, the more Homolog areas you have.

The red line is Mean depth, lower values indicate that each probe coverage performance is degraded. As the homolog level increases,

CELLEMICS has developed and delivered over 500 different customized panels. Our target enrichment
the depth of coverage of each probe tends to decrease.

method is capable of specifically isolating your genomic loci of interest out of the whole genome and increasing
the sensitivity of detecting genetic mutations by producing higher coverage & in-depth sequencing data.
Supports extensive informations on Customer can choose to include

homolog regions for target region in their target BED
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Enabling reliable and sensitive detection of mutation with high sensitivity Compeny 2 m o
Gene Name : TRIO Gene Name : PRSS
Pilot Test & Panel Rebalancing Custom Panel List (Example) Celemics panels provide data from clinically important regions including where there are overlaps
in homology regions.
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